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6 - DNA Hybridization
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3- Amplified Fragment Length Polymorphism
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1 -Theoretical species concept

2 -Operational species concept

3 -Morphological species concept
4 -Biological species concept

5 -Phylogenetic species concept
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2 - Sibling species

3 - Black yeast like fungi

2 - Bioweathering biodegradation and
bioremidiation
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